DNA Bank
Network

Tools (Version 2.0)

Input Mask
Enter your DNA data and connect it to the
respective specimen data

Search/Edit
Browse the DNA dataset as well as the
related specimen data

Data cleaning
Find ambiguities, mistakes or missing data
e.g. “missing DNA concentration”

Molecular data
Add links to GenBank accessions

Publications
Add references of publications in which DNA
bank samples have been used

Requests
Administer customer requests such as order
and shipping data

Inventory management
Get information about place and volumes of DNA
deposit

Configuration Tool
Administer users and define settings etc.

Specimen Tool
Administer specimen and observation data that are
not available via a GBIF compliant database

Prospects (Version 3.0)

Configuration Tool for mapping of DNA and
specimen data

Report Tool to generate statistics of DNA and
specimen data as well as customer requests

Sequence data Tool to administer sequences,
primers, chromatograms et cetera

Download

www.dnabank-network.org/Module.php
(available under Mozilla Public License Version 1.1)

Wiki/Manual
wiki.bgbm.org/dnabankwiki

For further information about the DNA Module you are
invited to visit our website or contact us at:

www.dnabank-network.org/Module.php
contact@dnabank-network.org
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DNA Bank Network

A service to facilitate open access to DNA samples and voucher data worldwide

Open Access

DNA banks are new types of biological research
repositories. We developed an open access software
for DNA data input and management: the DNA Module.

The Module connects DNA data to specimen
information stored in various types of specimen and
observation databases. Moreover it includes software
for transferring DNA data to the internet (e.g. DNA Bank
Network, GBIF (www.gbif.org)). Further information
about this transfer is available in two brochures
(ABCDDNA and Webportal).

Requirements

The DNA Module is based upon a MySQL database as
well as PHP forms for DNA data input (Fig. 1) and
management. The software is optimised for PHP 5 and
MySQL 5.

The Module can be used as a local installation as well
as a web application with an external database.

To transfer DNA data to the webportal of the DNA Bank
Network, the local DNA database (or a copy) has to be
installed on a webserver.

DNA Data Input

Specimen data e.g. for Hispidella hispanica (Fig. 1
shown in the upper part of the screenshot), collected in
Spain, is imported directly from a specimen database
(Herbarium Berolinense). In the lower part of the
screenshot the completed form with related DNA
information is  displayed, e.g. quality parame-ters,
extraction date and method, amplifications, links to
further molecular analyses (to NCBI, EMBL etc.), tissue
and preservation as well as locations of stock and
aliquots. The sample can also be blocked, e.g. for
scientific or legal property pruposes.
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DNA Data Input

Logged in as: G Droege

Specimen details (voucher)
7URID B 10 0020973

Preferred Taxon Name: Hispidella hispanica Barnadez ex Lam.
Unit ID: B 10 0020873

Record Basis: PreservedSpecimen

Kind of Unit: herbanium sheet

Identification(s):

Spe tabase Herbarum Berolinense ~ or.  External

Name: Hispidella hispanica Bamadez ex Lam.

Taxonomy: COMPOSITAE (familia)
Multimedia:
2. Show image

-

Format: jpg

- .Vehfy New specimen provider

Institution Code: BGBM
Collection Code: Herbanum Berolinense

Collection Info:

Collector(s): Pizarro & Navarro
Field number: 2460

Collection Date: 22.06.1399
Locality

Country: Spain (ES
Continent: Europe

Locality: Prov. Madrid

Other info
Altitude Lower Value: 1400 m
Altitude Unit of Measurement: m

DNA details

Last: DB 8106_MAOSS
Extraction No DB 142
Relation to Voucher DNA from specimen (vouc v *
Tissue Leaf - *
Preservation  silica gel v o+
Extraction
Extraction Date*  2008-03-02
Exraction Method* DNeasy PlantMini SpinKit ~ 4
Quality
Ratio of absorbance 1.8 0D2800m/002800m
Concentrationin ngiul 12
Qualty —— -
GenBank or BOLD Entries
GenBank Acc. Nl

BOLD Processip  A/833433

GeneticLocus ITS(IT~ +

Notes
DNASample Provided by  ——
BlockUntil  YYYY-MM-DD

Remarks for Customers

Stock/Aliquots
Stock Scrat v 1 -1
Aliquot  Scrat v 2 v 9 s
Price per Aliquotin € 15,00

Fridge/Rack/Box Barcode

DNAType QgDNA -

Tissue material gone

Exraction Date not available
Extraction Staf*  Schories. Astrid -

Purification Method -
Quality Check Date  2008-03-04

20 00280m/00230nm

v

Link  Im.nih.gov/nuccore/AJE33433
add GenBank or BOLD Entries

Block in General

Internal Remarks

Backup Aliquot [¥

* Required field
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Figure 1. Input mask

Position Source volume () Remaining volume (i)
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Reference to Specimen Data

The Module is based upon GBIF tools and
infrastructure and is able to interact with unlimited
numbers of specimen databases. Any GBIF
compliant specimen database worldwide can be
linked to the DNA Module, if a BioCASE or DIGIR
protocol (wrapper) is applied. Wrappers able to deal
with different database management systems.

A Wrapper URL and the schema version is all you
need to connect a specimen database to the DNA
Module.

Specimen data is live imported from specimen
databases via wrappers. The reference to the
specimen data gets saved in the module database.
Thus, a single DNA dataset is invariably connected
to its appropriate specimen dataset, which is of great
significance to enable revisions of species
determination.

Example

The wrapper URL for the specimen database of the
Herbarium Berolinense (BGBM) is:

http://ww3.bgbm.org/biocase/pywrapper.cgi?dsa
=Herbar

If you open that URL further information about the
applied schema version (here ABCD 2.06) is
available.

To import specimen data enter the UnitlD
(respectively the specimen number) into the
module’s input mask and select the database in
which the specimen data of the DNA sample is
stored.

The UnitID is part of the triple identifier used by

GBIF (www.gbif.org).



